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The Caspian trout is one of the valuable and native fish species of Caspian Sea and
its surrounding river from the north to south. Researches regarding this species are
particularly important for conserving its population, as a valuable and native species
of the Caspian Sea. Additionally, due to its potential for reproduction, cultivation,
and fish farming as a cold-water fish species with high marketability, it holds a
special role in aquacuolture in Iran. Therefore, identifying male and female
individuals and determining the genetic sex of Caspian Sea trout before they reach
reproductive maturity when their sex can be morphologically determined is highly
desirable and of great importance. In this study, DNA extraction was performed
using the phenol-chloroform method on 37 broodstock samples of male and female
Caspian Sea trout, including 21 males and 16 females. The morphological sex of
these individuals was confirmed based on the presence of eggs and sperm or by
opening the abdominal cavity and visually identifying the gonads. Amplification of
the male-specific locus was conducted using two different groups of primers based
on previous studies targeting the SRY locus, each with a different fragment size,
using the Polymerase Chain Reaction (PCR) method. The analysis of the amplified
bands on agarose gel and scoring of the bands from both primer groups showed that
the phenotypic sex of the broodstock samples matched the genotypes identified
using both sets of primers. Furthermore, the results from the two primer groups were
fully consistent in terms of sex determination. This study not only established an
optimized method for genetic sex determination in Caspian Sea trout, but also
confirmed the presence of the male-specific locus and a heterogametic sex
determination system in Caspian Sea salmon, similar to other salmonid species.
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