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VANSI1 5" GTC TAG TAT AAT CGT TAT ACAGG 3
NSe61 5 TCAGTG TAG CGC GCG TGC GGC 3
NS21 5" AAT ATA CGC TAT TGG AGC TGG 3

VAGLO 5 CAAGGGAATCGGTTGCCC GAT 3
VAGIGA 5 TCA CCA AGG GAA ACC CGA AGG 3
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