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Abstract:

BACKGROUND: Vira (HIN2) polymerase complex in Avianinfluenzavirusesiscomposed
of the PB1, PB2, and PA protein subunits. These subunits are crucial for viral transcription and
replication.ThePB1 subunitformsthecoreof thepolymerasecomplex. It playsakey roleinRNA
synthesis. OBJECTIVES: Survey onmolecular characterizationof PB1geneinHON2virusesand
determination of genetic relationship between Iranian HON2 viruses and other Asian viruses.
METHODS: Seven HON2 viruseswereisolated from commercial broiler chickensinlranduring
2008-2009 and their PB1 genes were analyzed by RT-PCR and sequencing. Meanwhile,
nucleotide sequences (Open Reading Frame: orf) of the PB1 geneswere used for phylogenetic
tree construction. RESULTS: Phylogenetic analysis of the PB1 gene showed that al Iranian
viruses form a separate unknown sublineage. On the other hand, while nucleotide sequence
comparisonsindicated high genetic diversity in Iranian viruses, aclose homol ogy (95-96%) was
shownwithH5 or H7 subtypeswhen compared with established HON 2 Eurasian sublineages(GL1,
Korean and Y 280-like). CONCLUSIONS: The results indicate that HON2 virusesin Iran have
undergone striking reassortment to generate some new genotypes.

K ey words: phylogeneticanadysis, PB1 gene, avianinfluenzaviruses, Iran.

Figure Legends and Tabel Captions

Figurel. ThePB1genesof Iranianvirusesindicated greater geneticdiversity and shared ahighlevel of similarity to PB1 genesfromeither
H5 or H7 subtypes.

Figure2. Newly identified genotypeof HON2 viruses. Phylogenetic analysisof the Iranian Polymerase complex genes revealed at | east
two different genotypes.

Tablel. List of theHIN2 virusesisolated in thisstudy.

Table 2. Homology of PB1 genes of Iranian isolates with other avian influenza viruses from GenBank. Abbreviations Qa
Quiail,DK:Duck,Ck: chicken, Ir:Iran,K ch:Karachi,ST: Shantou,PS:postdam

Table3. Aminoacidresiduesin PB1genewhichinvolvedintheadaptation. of HON2avianinfluenzavirustomice.A: Alanine, R: Arginine,
Q: Glutamine, L: Leucine, T: Threoning, |: IsoleucineE: GlutamicAcid, P:ProlineK: Lysine, F:Phenylaanine.
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