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Table 2. (A) comparison least square means (+ S.E) influence age and sex on carcass traits in Lori-Bakhtiari sheep

trait Weight after Car_cass Iongissimus_ dorsi muscle fatjtail Cgrcass Weight
slaughter weight fat thickness weight without fat-tail
fixed effect
age
<1 1.33%:31.14 0.54°+14.08 0.17°+£2.82 0.20%+£2.41 0.57°+11.67
2 3.44°+50.65 1.39°4+23.50 0.45%+3.59 0.53%+3.17 1.47°4+20.33
3 2.85%+ 59.68 1.15%+£29.06 0/37"+5.58 0.44+4.73 1.22%4+24.32
4> 2.23%+63.58 0.909+31.29 0.29°+ 5.38 0.34°+4.88 0.95%4+26.41
sex
male 1.36°4+49.12 0.55"+23.10 0.18%+4.41 0.34°+3.82 0.58°+£19.32
female 2.18°+£35.41 0.88%£25.87 0.29°+4.05 0.21°4+3.78 0.93422.05
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Table 2. (B) comparison least square means (+ S.E) influence age and sex on carcass traits in Lori-Bakhtiari sheep

. blood triglyceride blood cholesterol - Carcass efficiency fat-tai
trait level level Carcass efficiency without fat-tail efficienc
y
fixed effect

age

<1 1.29°4+22.22 3.00%+£55.19 1.05+46.47 1.17+38.10 1.30+18.20
2 3.35%+23.45 7.78"°+80.19 2.72+46.64 3.03+40.97 3.37£12.44
3 2.77°+£32.19 6.44%+105.23 2.25+49.05 2.51+41.72 2.79£15.17
4> 2.17%+29.26 5.05%115.51 1.77+49.46 1.97£42.30 2.18+14.61
sex

male 1.32°+26.09 3.07°+81.41 1.07°+47.09 1.20°£39.00 1.33%+17.26
female 2.13%4£27.47 4.94°4+96.65 1.73*+48.72 1.92°442.54 2.14°+12.95
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Table 4. comparison least square means (z S.E) influence the different genotypes of GH gene on carcass traits in
Lori-Bakhtiari sheep

Genotypes 1 2
Weight After Slaughter 1.51+51.73 1.78+50.80
Carcass Weight 0.61+24.68 0.72+24.29
Longissimus Dorsi Muscle Fat Thickness 0.20+4.41 0.23+4.28
Fat-Tail Weight 0.23+3.96 0.27£3.65
Carcass Weight Without Fat-Tail 0.65+20.73 0.76+20.63
Blood Triglyceride Level 1.47+27.16 1.74+26.40
Blood Cholesterol Level 3.434+93.16 4.04+84.91
Carcass Efficiency 1.20+48.15 1.41+47.66
Carcass Efficiency Without Fat-Tail 1.334+40.81 1.57+40.74
Fat-Tail Efficiency 1.48+15.39 1.75+14.81
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ABSTRACT

The growth hormone (GH) gene is a candidate for growth trait in farm animals and plays an important
role in growth metabolism. Growth hormone can contribute in growth metabolism when it's receptor
(GHR) are on cells target. The single nucleotide polymorphism was occurred in GH and GHR genes and
that associated with carcass traits in Lori-Bakhtiari sheep breed with using PCR-SSCP. In this research,
blood samples were collected from the left jugular vein from 152 Lori-Bakhtiari sheep breed. Genomic
DNA was extracted from blood samples by using the salting-out procedure and PCR were used to amplify
the regions are located in exon 4 (214 bp segments) of the ovine GH gene and exon 10 (218 bp segments)
of the ovine GHR Gene. The single stranded conformation polymorphism (SSCP) patterns of PCR
products were studied using acrylamide gel electrophoresis and silver-nitrate staining method. The result
showed polymorphism in GH gene but any difference between banding patterns for GHR gene was not
observed. The sequencing results showed the presence of 5 Single nucleotide polymorphism for GH gene
in the studied population. No significant associations of the available genotypes in the exon 4 of the ovine
GH Gene with carcass traits.

Keywords: Growth hormone gene, growth hormone receptor gene, single nucleotide polymorphism,
sequencing.
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