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Abstract

The possibility of hybridization of sturgeon has been reported in nature, but sometimes in public and private
breeding centers and research centers, it is possible different sturgeon species hybridize together artificially
due to the lack of sperm of the same species or more eggs. If the chromosome number of the two species is the
same, the hybrid offspring are fertile and very similar to the parents, but because reproduction is usually done
for conservation; The use of hybrid breeders to reach the pure population of that species is not appropriate and
different diagnostic methods such as molecular methods should be used to distinguish pure hybrid species. In
this research, seven suspected fin tissue of Acipenser nudiventris were sampled and stored in 96% alcohol and
DNA was extracted in a molecular laboratory by ammonium acetate method. Sex determination was done by
using female locus markers and a mitochondrial gene marker and two nuclear markers were applied for species
and hybrid identification. Barcoding of suspected A. nudiventris with mitochondrial marker showed all seven
fish have maternal genome of A. nudiventris and they are hybrid with Beluga according two nuclear markers.
This research properly showed it is possible to distinguish sturgeon genome and hybrids with compilation of
mitochondrial and nuclear molecular data.
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